DOT :10. 160167j. 1000 5404. 2002. 11. (08
24 11 Vol. 24 No. 11

1270 2002 11 ACTA ACADEMIAE MEDICINAE MILITARIS TERTIAE Nov. 2002

45 1000-5404(2002)11-1270-03

DNA MTase SMMC-7721
moORLH LR REAR. BRAE RER, T , 400038;
2 304 , 100037; * , 400038)
H DNA MTase SMMC-7721 . ik
DNA MTase SMMC-7721; MTT ;
%5 PCR NeoR ; DNA
MTase MMC-7721 ; 3 1% 13 5%.
ghi DNA MTase MC-7721
. DNA ; DNA, ; ;
. R329.28; R394.2; R735.7 . A

Apoptosis of hepatocarcinoma SMMC-7721 cells induced by the transfected human anti-
sense DNA MTase gene

ZHANG Hong, XIAO Werrhua, LIANG Hou-jiee FANG Diarrchun, YANG Shi-ming, LUO Yuanrhui (Department of Oncology and Hematology, South-
west Hospital, Third Military Medical University, Chongging 400038, China)

Abstract: Objective To investigate the change of the apoptosis of the human hepatocarcinoma cell line SMMC-7721 transfected by antisense
human DNA MTase gene fragment. Methods The constructed sense and antisense DNA MTase gene eukaryotic expression vectors were transfected
into the hepatocarcinoma cell line SMMC-7721 with liposome DOTAP, growth speed was observed by MTT assay and the change of the apoptosis of
SMMC-7721 cell line by flow cytometry and TUNEL method. Results The sense and antisense eukaryotic expression vectors were successfully con-
structed and affimed by restriction endonuclease analyzing and sequencing. The constucted recombinant plasmids were successfully transfected into
SMMC-7721 cell line with liposome DOTAP and affirmed by amplifying the ectogenetic NeoR gene with PCR. The growth curve showed lower growth
speed in the SMMC-7721 cell line transfected with antisense DNA MTase gene fragment. The apoptosis mate increased from 3. 1% to 13. 5% and
apoptosis index also increased. Conclusion Transfection of human antisense DNA MTase gene can induce the apoptosis of the SMMC-7721 cell.
Recovery of the function of the apoptosis genes may be one of the main causes.
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Fig3 Determination of apoptosis of 7721 by TUNEL method
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